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<210> 1 

<211> 503 

<212> DNA 

<213> Homo sapiens 



<400> 1 

ctatatatgt 

ttgctagttt 

caaagcttcg 

tgattcttct 

atgtatttat 

catatctggt 

aaaggttatg 

ataattaaag 

taataataaa 



atctacaata 
tttgcttctc 
tcttgtgttt 
cttgtgattt 
aatttaaatg 
atatgtcatt 
aaacatatca 
atgccatagc 
gtgttacgtt 



catatatcta 
tttcccccac 
gctgcagagt 
ggttgcactt 
atatttaggt 
atttattgtt 
tggtaatgac 
ataatatgaa 
tta 



cacatacaga 
cctactccct 
gattcggggg 
tagacatttt 
ttttggctga 
aaattacatt 
agatgcaagt 
gcctttggtg 



aagaagcagt 
ccaattcccc 
ctgacctaga 
tgtgccatta 
gtactggaat 
tttaagctcc 
tattttattt 
aattccttct 



tctcacaatg 60 
cttaaacttc 120 
ccagtttgca 180 
tatttgcatt 240 
aaacagtgag 3 00 
atgtgcatat 360 
gcttattttt 420 
aagataaaaa 48 0 
503 



<210> 2 

<211> 3762 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> unsure 

<222> (2370) . . (2405) 



1 



<220> 
<221> 
<222> 



unsure 
(2456) 



<220> 

<221> unsure 

<222> (2795) . . (2824) 



<220> 

<2 21> unsure 
<222> (3177) 



<220> 

<221> unsure 
<222> (3181) 

<220> 

<221> unsure 
<222> (3184) 



<220> 

<221> unsure 
<222> (3191) 

<400> 2 

ggtggcagca gcagcatcac acgtaacaac aacaaaaaaa aatcctcatc aaatcctcac 60 
ctaagctttc agtgtatcca gatccacatc ttcactcaag ccaggagagg gaaagaggaa 12 0 
aggggggcag gaaaaaaaaa aaacccaaca acttagcgga aacttctcag agaatgctcc 18 0 
aaaactcagc agtgcttctg gtgctggtga tcagtgcttc tgcaacccat gaggcggagc 24 0 
agaatgactc tgtgagcccc aggaaatccc gagtggcggc tcaaaactca gctgaagtgg 3 00 
ttcgttgcct caacagtgct ctacaggtcg gctgcggggc ttttgcatgc ctggaaaact 3 60 
ccacctgtga cacagatggg atgtatgaca tctgtaaatc cttcttgtac agcgctgcta 42 0 
aatttgacac tcagggaaaa gcattcgtca aagagagctt aaaatgcatc gccaacgggg 4 80 
tcacctccaa ggtcttcctc gccattcgga ggtgctccac tttccaaagg atgattgctg 54 0 
aggtgcagga agagtgctac agcaagctga atgtgtgcag catcgccaag cggaaccctg 600 
aagccatcac tgaggtcgtc cagctgccca atcacttctc caacagatac tataacagac 660 
ttgtccgaag cctgctggaa tgtgatgaag acacagtcag cacaatcaga gacagcctga 720 
tggagaaaat tgggcctaac atggccagcc tcttccacat cctgcagaca gaccactgtg 7 80 
cccaaacaca cccacgagct gacttcaaca ggagacgcac caatgagccg cagaagctga 840 
aagtcctcct caggaacctc cgaggtgagg aggactctcc ctcccacatc aaacgcacat 900 
cccatgagag tgcataacca gggagaggtt attcacaacc tcaccaaact agtatcattt 960 
taggggtgtt gacacaccag ttttgagtgt actgtgcctg gtttgatttt tttaaagtag 102 0 
ttcctatttt ctatccccct taaagaaaat tgcatgaaac taggcttctg taatcaatat 1080 
cccaacattc tgcaatggca gcattcccac caacaaaatc catgtgacca ttctgcctct 1140 
cctcaggaga aagtaccctc ttttaccaac ttcctctgcc atgtttttcc cctgctcccc 1200 
tgagaccacc cccaaacaca aaacattcat gtaactctcc agccattgta atttgaagat 1260 
gtggatccct ttagaacggt tgccccagta gagttagctg ataaggaaac tttatttaaa 1320 
tgcatgtctt aaatgctcat aaagatgtta aatggaattc gtgttatgaa tctgtgctgg 1380 



2 



ccatggacga atatgaatgt cacatttgaa ttcttgatct ctaatgagct agtgtcttat 1440 
ggtcttgatc ctccaatgtc taattttctt tccgacacat ttaccaaatt gcttgagcct 1500 
ggctgtccaa ccagactttg agcctgcatc ttcttgcatc taatgaaaaa caaaaagcta 15 60 
acatctttac gtactgtaac tgctcagagc tttaaaagta tctttaacaa ttgtcttaaa 162 0 
accagagaat cttaaggtct aactgtggaa tataaatagc tgaaaactaa tgtactgtac 1680 
ataaattcca gaggactctg cttaaacaaa gcagtatata ataactttat tgcatataga 1740 
tttagttttg taacttagct ttatttttct tttcctggga atggaataac tatctcactt 1800 
ccagatatcc acataaatgc tccttgtggc cttttttata actaaggggg tagaagtagt 18 60 
tttaattcaa catcaaaact taagatgggc ctgtatgaga caggaaaaac caacaggttt 192 0 
atctgaagga ccccaggtaa gatgttaatc tcccagccca cctcaaccca gaggctactc 1980 
ttgacttaga cctatactga aagatctctg tcacatccaa ctggaaattc caggaaccaa 2 040 
aaagagcacc ctatgggctt ggaccactta cagtgtgata aggcctacta tacattagga 2100 
agtggcagtt ctttactcgt cccctttcat cggtgcctgg tactctggca aatgatgatg 2160 
gggtgggaga ctttccatta aatcaatcag gaatgagtca atcagccttt aggtctttag 2220 
tccgggggac ttggggctga gagagtataa ataaccctgg gctgtccagc cttaatagac 22 80 
ttctcttaca ttttcgtcct gtagcacgct gcctgccaaa gtagtcctgg cagctggacc 2340 
atctctgtag gatcgtaaaa aaatagaaan nnnniinnnnn nnnnnnnnim nnnnnnnnnn 2400 
nnnnnctggt ggttgatcat ttctgccatg atgtttacaa gatggcgacc accaangtca 24 60 
aacgactaac ctatctatga acaacagtag tttctcaggg tcactgtcct tgaacccaac 2520 
agtcccttat gagcgtcact gcccaccaaa ggtcaatgtc aagagaggaa gagagggagg 2 5 80 
aggggtagga ctgcaggggc cactccaaac tcgcttaggt agaaactatt ggtgcttgac 2 64 0 
tctcactagg ctaaactcaa gatttgacca aatcgagtga tagggatcct ggtgggagga 2700 
gagagggcac atctccagaa aaatgaaaag caatacaact ttaccataaa gcctttaaaa 2760 
ccagtaacgt gctgctcaag gaccaagagc aattnnnnnn nnnnnnnnnn nnnnnnnnnn 2 820 
nnnncaaaca ttgctgcctt tgtccccaca cagcctctaa gcgtgctgac atcagattgt 2880 
taagggcatt tttatactca gaactgtccc atccccaggt ccccaaactt atggacactg 2 940 
ccttagcctc ttggaaatca ggtagaccat attctaagtt .agactcttcc cctccctccc 3 0 00 
acacttccca cccccaggca aggctgactt ctctgaatca gaaaagctat taaagtttgt 3 060 
gtgttgtgtc cattttgcaa acccaactaa gccaggaccc caatgcgaca agtagttcat 312 0 
gagtattcct agcaaatttc tctctttctt cagttcagta gatttccttt tttcttntct 3180 
nttntttttt ntttttttgg ctgtgacctc ttcaaaccgt ggtacccccc cttttctccc 3240 
cacgatgata tctatatatg tatctacaat acatatatct acacatacag aaagaagcag 3300 
ttctcacaat gttgctagtt ttttgcttct ctttccccca ccctactccc tccaattccc 3360 
ccttaaactt ccaaagcttc gtcttgtgtt tgctgcagag tgattcgggg gctgacctag 3420 
accagtttgc atgattcttc tcttgtgatt tggttgcact ttagacattt ttgtgccatt 34 80 
atatttgcat tatgtattta taatttaaat gatatttagg tttttggctg agtactggaa 3540 
taaacagtga gcatatctgg tatatgtcat tatttattgt taaattacat ttttaagctc 3600 
catgtgcata taaaggttat gaaacatatc atggtaatga cagatgcaag ttattttatt 3 660 
tgcttatttt tataattaaa gatgccatag cataatatga agcctttggt gaattccttc 3720 
taagataaaa ataataataa agtgttacgt tttattggtt tc 3762 



<210> 3 
<211> 247 
<212> PRT 

<213> Homo sapiens 
<400> 3 
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Met Leu Gin Asn Ser Ala Val Leu Leu Val Leu Val lie Ser Ala Ser 
15 10 15 



Ala Thr His Glu Ala Glu Gin Asn Asp Ser Val Ser Pro Arg Lys Ser 
20 25 30 

Arg Val Ala Ala Gin Asn Ser Ala Glu Val Val Arg Cys Leu Asn Ser 
35 40 45 

Ala Leu Gin Val Gly Cys Gly Ala Phe Ala Cys Leu Glu Asn Ser Thr 
50 55 60 

Cys Asp Thr Asp Gly Met Tyr Asp lie Cys Lys Ser Phe Leu Tyr Ser 
65 70 75 80 

Ala Ala Lys Phe Asp Thr Gin Gly Lys Ala Phe Val Lys Glu Ser Leu 
85 90 95 

Lys Cys lie Ala Asn Gly Val Thr Ser Lys Val Phe Leu Ala lie Arg 
100 105 110 

Arg Cys Ser Thr Phe Gin Arg Met lie Ala Glu Val Gin Glu Glu Cys 
115 120 125 

Tyr Ser Lys Leu Asn Val Cys Ser He Ala Lys Arg Asn Pro Glu Ala 
130 135 140 

He Thr Glu Val Val Gin Leu Pro Asn His Phe Ser Asn Arg Tyr Tyr 
145 150 155 160 

Asn Arg Leu Val Arg Ser Leu Leu Glu Cys Asp Glu Asp Thr Val Ser 
165 170 175 

Thr He Arg Asp Ser Leu Met Glu Lys He Gly Pro Asn Met Ala Ser 
180 185 190 

Leu Phe His He Leu Gin Thr Asp His Cys Ala Gin Thr His Pro Arg 
195 200 205 

Ala Asp Phe Asn Arg Arg Arg Thr Asn Glu Pro Gin Lys Leu Lys Val 
210 215 220 

Leu Leu Arg Asn Leu Arg Gly Glu Glu Asp Ser Pro Ser His He Lys 
225 230 235 240 



Arg Thr Ser His Glu Ser Ala 
245 
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<210> 4 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 4 

tctaggtcag cccccgaatc 2 0 

<210> 5 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 5 

cctccaattc ccccttaaac tt 22 
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